






Use the toggle selector to get to "Refocus flip angle".





























Make sure that "MBExc 1H" and "MBRef 1H" are not maxed out, otherwise you will get clipping of your RF pulses (although, as of the R013 release, a warning message should be generated at run time if this is the case).
Power issues are controlled by the values/settings of “Excite/refocus pulse duration”, “MB RF phase scramble”, and “Time-shifted MB RF” on the Sequence:Special tab.









N.B. Need to set "Diff. weightings" >= 2 to activate option to select "Mosaic" for the output format.  Here, we've set "b-value 1" = 0, which results in a single additional b=0 volume acquired prior to cycling through the specified gradient table (which itself includes interspersed b=0 scans).

Note: "b-value 2" = 3000 reflects the *maximum* b-value.  By scaling the vectors in the gradient table appropriately, other b-values ("shells") are acquired when the scan runs.  E.g., for the particular 98 direction file used here, the norm of the gradient direction vectors was either 1.0 or sqrt(1/2), resulting in shells of 3000 * [1.0  1/2] = {3000, 1500} (not counting the interspersed b=0 scans).











Use toggle to get to "Refocus pulse duration".

Another toggle here reveals other parameters.  
In particular, for dMRI want to use "SENSE1 coil combine".













N.B. Checking "Invert RO/PE polarity" is the mechanism 
we use to obtain a matched scan with opposite phase
encoding polarity (while leaving  "Phase enc. dir." on the
Routine tab set to "A >> P").


